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RNA is the attractive medicinal targets for the gene-related and infectious diseases. Fluorescent
indicator displacement (FID) assay is a method to find novel RNA binding molecules. The light-
up properties of small molecules make it possible for the high-throughput screening by the
displacement assay. Therefore, it is essential to investigate the binding affinity of such chemical
probes toward RNAs. In this study, we conducted large-scale analysis to investigate the
interactions of light-up probes with the RNA structure library (Fig. 1). In this presentation, we
will report our method and the analytical results in detail.
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Fig. 1 Large-scale analysis to investigate the interactions of light-up probes with the RNA
structure library.
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