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In the endoplasmic reticulum (ER), the refolding cycle plays an essential role in regulating the
quality control of glycoproteins. UDP-glucose: glycoprotein glucosyltransferase (UGGT) has
been considered as a main enzyme regulating the cycle. In this study, we carried out a unique
inhibition assay of the folding cycle in the ER lysate with synthetic homogeneous glycoproteins
and a UGGT inhibitor: UDP-5S-glucose. This assay revealed that the glycoprotein quality
control system using UGGT is mainly responsible for the refolding process of glycoproteins.
On the other hand, our result also suggested that the other classes of chaperones also potentially
involved in the refolding process of misfolded glycoproteins.
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