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Development of artificial nucleic acid aptamers targeting SARS-CoV-2 spike protein
(‘National Institutes of Biomedical Innovation, Health and Nutrition (NIBIOHN), *Graduate

School of Pharmaceutical Sciences, Osaka University) O Yuuya Kasahara,'? Yoko Senga,'
Keisuke Tanaka,"? Kenta Ishida,! Yumiko Imai,' Satoshi Obika'~

Aptamers can be prepared in a short-term and mass-produced by chemical synthesis.
Therefore, aptamers are expected to be candidates for therapeutic, diagnostic, and prophylactic
agents necessary for the early convergence of COVID-19. In this study, we created anti-SARS-
CoV-2 spike protein aptamers containing base-modification by an in vitro selection method
called SELEX. In the presentation, we will report the functional properties of the obtained base-

modified nucleic acid aptamers.
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