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Solution structure of a three-unit cyclic heme protein linked with a-helices (' Graduate School
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We have previously constructed a circular permutated cytochrome c¢sss (CPC) by circular
permutation and o-helix linker insertion based on the domain-swapped structure of
hyperthermophile cytochrome c¢sss. CPC mainly forms a cyclic trimer by ethanol treatment, but
at the same time monomers and dimers form.["! Here, to construct a stable building block for
supramolecular proteins, we prepared a tandemly fused CPC trimer (CPCs3) (Figure 1). CPC;
formed a cyclic structure by ethanol treatment. We evaluated the cyclic structure of CPCs in
solution by High Speed-Atomic Force Microscopy and Small Angle X-ray Scattering.
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Figure 1. Schematic representation of CPCs and its AFM image.
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