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A theoretical study on glycan recognition of pathogenic bacteria FimH adhesin (College of
Liberal Arts and Sciences, Kitasato University) OKaori Ueno-Noto

FimH is a surface protein of bacterial fimbrial tip which mediates mannose-specific
binding. FimH consists of two domains, the N-terminal lectin domain that binds mannose
ligand and the C-terminal domain that anchors FimH into the fimbrial tip. Interesting
experimental results have been reported regarding the interaction between FimH and the
glycan. FimH multivalently binds to glycans, mediates shear-dependent binding to glycans,
and is involved in allosteric recognition due to conformational changes. To elucidate the
glycan recognition mechanism of FimH, the interactions between FimH and several
disaccharides were analyzed theoretically using the crystal structures of FimH complexed
with those glycans.
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