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G-quadruplex (G4) structures formed by guanine-rich nucleic acids are abundant in promoter
regions and are thought to regulate gene expression?. However, it is unclear how G4 structures
regulate transcription. In order to elucidate this mechanism, it is necessary to develop a simple
tool that can regulate transcription by targeting the G4. In this study, we developed two kinds
of G4 binding proteins containing RGGF. One is fused with a peptide in VP16 which is a
transcriptional activator that directly recruits RNA polymerase I1?). Second is fused with a part
of CREB binding protein (CBP) that has histone acetyltransferase (HAT) activity®. We
investigated the transcript levels of c-myc, bcl-2 and TERRA by Real-time PCR in the presence
of these G4-binding proteins. These results showed that each transcription level of c-myc and
bcl-2 was activated by G4-binding proteins fused with peptides from VP16, and that of TERRA
was activated by G4-binding proteins fused with part of CBP(Figure 1).
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