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More easily way of finding a lipid raft and analyses of enzymatic hydrolysis of lipid raft surface
at single molecular level. ('Graduate School of Life Science and Technology, Tokyo Institute of
Technology) Kento Akiyama,' OJunji Horike," Toshiaki Mori'

The cell membrane is a bilayer composed mainly of lipids and proteins, and has a structure
composed of various molecules called lipid rafts. Rafts play an important role in biological
phenomena such as the accumulation of signaling molecules and cellular responses. Detailed
observation of the reactions that occur in these structures is thought to be useful for
understanding the mechanisms of disease.

Single molecular observation of the degradation behavior of lipid membrane rafts is
performed by using enzymes that degrade sphingomyelin and phosphatidylcholine, the
substances that make up the rafts. Using a High Speed Atomic Force Microscope ( High-Speed
Atomic Force Microscope ), which can measure the surface structure of a sample with high
time resolution, the binding behavior of lipid-enzyme was revealed by analyzing the change in
height over time.
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