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Design and synthesis of cyclic peptides based on G4 binding proteins and their binding to G4
(Faculty of Life Science, Kyushu Sangyo University, *Graduate School of Integrated Science

and Technology, Shizuoka University) O Kazuhisa Fujimoto,! Tomoya Yamaguchi,' Kaito
Fukasawa,? Takanori Oyoshi?

A G4 binding protein, TLS/FUS, binds to G4 structures, in which RGG regions are necessary
for the binding between TLS/FUS and G4.  Although the regions are suggested to form 3 turn
structures based on the CD spectrum of TLS/FUS, its direct evidence has been obtained. Here,
we designed and synthesized cyclic peptides forming [ turn-like structures for showing the
importance of the turn structures in the binding between TLS/FUS and G4.

Cyclic peptides consisting of 5 amino acid residues have been reported to form [ turn-like
structures. The amino acid sequences of cyclic peptides prepared in this study were
determined by MD calculation. Several cyclic peptides including c(dRGGAYP),
¢(dRGGAFK), etc. were prepared and their secondary structures were evaluated by CD
spectroscopy. The bindings of the cyclic peptides to G4 were analyzed by filter binding assay,
so that cyclic peptides were found to strongly bind to G4 structures as compared with ss DNAs.
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