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Structures and Functions of Lipids and Membrane-active Molecules in Biological
Environments
(Graduate School of Science, Osaka University) Michio Murata

The structure and dynamics of lipids in biological membranes have been regarded as the
last frontier of life science since the membrane lipids and fatty acids are representative
endogenous substances that do not have a clear conformation. That is, we aimed to precisely
analyze the conformations and intermolecular interactions of highly flexible biomolecules by
using solid-state NMR under the biological environments. The correlation between structure
and function of the lipids was examined by semiquantitative treatment of ensembles of rapidly
changing conformations. An overview of major research results will be presented.
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