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Drug Discovery Technologies of Nucleic Acid Aptamers
(RIBOMIC Inc.) Tatsuo Adachi

Nucleic acid aptamers are single-stranded oligonucleotides that bind to specific target
molecules. Aptamers have been used in various fields such as pharmaceuticals, diagnostics,
and separation agents because of their high affinity and specificity toward targets. The
molecular design of therapeutic nucleic acid aptamers is based on chemical modifications for
in vivo stability and seed compound discovery techniques known as SELEX. So far, a number
of SELEX methods for the efficient nucleic acid aptamer discovery have been reported. In
addition, the recent development of next-generation sequencing enables us to incorporate
computational approaches into the molecular design of nucleic acid aptamers.

I will review the chemical properties and modifications of nucleic acid aptamers for
therapeutic application. I will also introduce our recent aptamer discovery technologies using
artificial intelligence and other bioinformatics.
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