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Rapid structural determination with micro crystalline sponge method by using high-flux
synchrotron X-raybeam ('Graduate School of Engineering, Tokyo University, *IMS, *JASRI)
Satoshi Yoshida,' Seiki Baba,® Yuki Nakamura,® Sota Sato,! Makoto Fujita1

Crystalline Sponge(CS) method is the powerful structural analysis method by introducing the
analyte into the pore of MOF. However, structure determination sometimes fails since large
size of crystals causes incomplete diffusion and alignment of the analyte molecules in the pore.
Here, we tried to measure microcrystals of CS and used synchrotron radiation source for
measuring sufficient S/N from small crystals(5 — 10 pm). By merging partial data from multiple
crystals, we succeed in clearly observing the structure of molecules and reducing the time for
encapsulation of the analytes.
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