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Synthesis of squaryl group-modified UDP analogs toward creation of UDP-Glc: glycoprotein
glucosyltransferase (UGGT) inhibitor
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UDP-Glc: glycoprotein glucosyltransferase (UGGT) is a misfolding sensor for N-linked
glycoprotein in endoplasmic reticulum (ER) as a member of quality control system (QC). The
inhibitor with high potency and selectivity is desirable for elucidation of UGGT-related
bioactivity. Squaramide-group modified UDP analogs were designed as the inhibitor because
UDP causes product inhibition against UGGT) and suquaramide has been exploited as a non-
ionic surrogate of pyrophosphate.? The synthesis and inhibitory activity of the designed
analogs® will be discussed. Keywords . UGGT, UDP, squaramide, inhibitor
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