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Current status and limitations of EHR Phenotyping
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An electronic health record (EHR) is attracting attention as an information source to collect phenotypes obtained in clinical care, and
the task of identifying the phenotypes from EHR by computer processing is referred to as EHR Phenotyping. The main target
phenotypes here are diseases, and their easily available source is administrative codes, but it has not reflected the actual disease
because it is aimed at the insurance claim. This is why it is necessary to develop an algorithm that combines several clinical
information such as the administrative data, prescription history, laboratory test results, and medical records. Authors has developed
some EHR Phenotyping algorithms and assessed their performances, and during the process, they became aware of the facts that
information necessary for the determination itself has not been described in many cases and that the performance of the algorithm
varies significantly depending on the ways to define correct labels, so the methodology to assign high-quality correct labels is rather
important than the algorithm itself. In addition to that, the current EHR Phenotyping is no more than trying to manage to extract the
target phenotype based on several fragmentary information recorded for different purposes. In order to change this, it is considered to
be necessary to specify an information model that forms the basis of phenotype first, and then have a template of electronic medical
record developed based on the model, introduce a system where necessary information can be input easily, and register the phenotypes

explicitly.
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