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An attempt to centrally manage genetic test information in an electronic

medical record system to support genomic medicine
Masamichi Ishii !, Kengo Miyo ™!, Daisuke Asahina "2, Akihito Tanaka "2,
Takahiro Miura "3, Hiromasa Wakui “3, Takafumi Yoshida "
*1 Center for Medical Informatics Intelligence, National Center for Global Health and Medicine (NCGM),
*2 Laboratory Testing Department, NCGM, *3 NEC Corporation

[Background] Genetic testing must be performed by sanitary laboratories that meet international quality standards
such as ISOI15189, College of American Pathologists (CAP) Survey and Clinical Laboratory Improvement
Amendments (CLIA) laws and regulations. Therefore, in Japan, genetic testing is generally outsourced using
handwritten order slips, and its reports are returned in paper form, only the electronic filing of the paper form remains
in the electronic medical record system. Every time you want to know your patient's genetic mutation, you must go
through all the relevant test reports. [Proposed method] In order to solve this problem, we provide a reference function
that enables the aggregation and management of genetic test information. [Results] The "Genome Portal (patient-
specific)" and "Genome Portal (cross-patient search)" screens are provided. The following functions are provided to
support the above operations: a new scan data warning function, a test item version management function, a function
to import past data, and a reference restriction function specific to genome information. [Consideration] 1) As a result,
the integrated management of genetic tests for each patient was achieved. 2) The status of consent acquisition, test
progress, etc. can be monitored across patients while changing the search conditions. This has made it possible to
manage the operational flow of the cancer genome panel test as a collaborating hospital. However, the workload of
setting up the portal function to consolidate the existing information is high. In the future, semi-automated support by
the system is expected to be necessary. This was the cornerstone for the direct receipt of complete electronic genetic
reports in the future. In order to realize this, standardization of operations in cooperation with sanitary laboratories will
be necessary.

Keywords: Genetic testing, Electronic medical record, Precision medicine
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