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Consideration of the implementation of HL7 FHIR mCODE for the
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The results of the examination of necessary items for each purpose of use for the mCODE proposed by HL7 as a
necessary data set for the oncology field were about 60%. The highest number of items that can be set immediately
from the data stored by the current system was 81%, which can be provided from the integrated DB, while the
lowest percentage was 0%. In order to increase the number of items that can be extracted from the system, extensions
such as electronic linkage of test results from other institutions and the ability to extract structured items using
generative Al technology were thought to have the potential to make data management more efficient. On the other
hand, continued verification of the comprehensiveness of mCODE was considered necessary.
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