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Xy v TEET ¥ RVESHRAEYICFET MR I a=r—va vy F X XL THY | B
PR O MM E [F] L 2 EEHEAE T 5 Z L IC L o TERMNB LM FN R v 7Y v 7 % FH
LTW5, ZoOMREITLHMIOEKIFEG, WIREE, Zhieh, RERRE x 24EW
FHT e RCEELTEY, ZOF ¥ RV OBREARITE hTIEEESCARER & OBIn
BRIBDOFEIZ > T D, T v TfaT ¥ RNEMET D2 72T 2 SOBLT
77 IV —IMHET D, BB A S OHERIDIAAET D axF v o L EBHEHEEIM IR
ARXFTURHY WMEIITAERT I BESOEPMER SR, 12 BREED
connexin-26(Cx26)IEL N K DIED 7 7 FAAEIE N T ¥ RV OBBIEVEICEE CTH 5 2 & A X HkE
B AT 20 R SIVTWV D[], A 3 F 2 2 TR B OFFD innexin-6(INX-6)D 16 &S & [2],
ZHUZR S INX-6 DJRFETANRHLNE /2> T D (Figl) [3]e A5 OREEHFZEIZIT X R
A2 OSSR ERT O, 7 T A A B BAMEEIC X 2 BRIt &L W o T FEBSFI S
TE7, BENTINX-6 & Cx26 DX v v TS T ¥ RNVOHEZ L LR b, 2 HEOF v v 7
RO T v RTHE LT E & SRR AR D, F727 74 AE BB i 217 5 &
T, o EREAIC BB e B 2 B U 72 SRR A O BT ORI I8 2 HR AT L 72 W,
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Figure 1 Structure of the INX-6 gap junction channel [3]. (a) Three dimensional reconstruction of INX-6
(hemichannel part). (b) Atomic model of the INX-6 hexadecamer. (c) Comparison of INX-6 and Cx26 [1]
monomeric structures.(d)Four subunits of INX-6 showing the pore pathway (left) and a working model of
regulation with the cytoplasmic dome (right).
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