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Preparation of cyclic peptides based on RGG sequences and their bindings to G4 DNA/RNA
(Faculty of Life Science, Kyushu Sangyo University, >Graduate School of Integrated Science
and Technology, Shizuoka University) O Kazuhisa Fujimoto,! Kaito Fukasawa,” Takanori
Oyoshi?

A G4 binding protein, TLS/FUS, binds to G4 structures via its RGG regions that are
considered to form B turn structures. Here, we have newly prepared cyclic peptides forming
B turn-like structures in order to disclose that the turn structures of the RGG regions in
TLS/FUS are indispensable to the binding between TLS/FUS and G4.

Cyclic peptides consisting of 5 amino acid residues have been reported to form B turn-like
structures. We decided the amino acid sequences of cyclic peptides by MD calculation. The
calculation suggested that the sequence of c(dRGGAYP) is relatively suitable for the formation
of B turn-like structures. In this study, several cyclic peptides including c¢(dRGGdYP) were
prepared and their bindings to G4 were evaluated by filter binding assay. We will mainly
report the results obtained from the filter binding assay in this presentation.
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