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Functional analysis of diiron containing oxygenase in the putative lyngbyapeptin B
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Lyngbyapeptin B is an acylated linear peptide that was isolated from a marine cyanobacterium
Moorea bouillonii and has a thiazole moiety at the C-terminus. Our previous draft-genome
sequence analysis of Moorea bouillonii has revealed a putative biosynthetic gene cluster that
is responsible for the biosynthesis of lyngbyapeptin B. In this study, we have conducted
functional analysis of the putative diiron containing oxygenase, which was presumed to be
involved in the formation of the thiazole moiety. As a result of the enzymatic reaction analysis
with some analogs of the putative biosynthetic intermediate, it was found that the enzyme
catalyzes the conversion of the 2-substituted thiazoline-4-carboxylic acid to the 2-substituted
thiazoles.
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