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Evaluation of side-products in chemlcally synthesized DNA by next-generation sequencing
(‘Tokyo Institute of Technology, *JST, PRESTO)

OYoshiaki Masaki'?, Taichi Yagata', Koji Seio'

Synthesis of long DNAs is an emerging field for the application of de novo synthesis of
designed genes and genomes, as well as for DNA digital data storage. One of the technological
challenges is the fidelity of chemically synthesized DNA sequences. The chemical synthesis of
DNA is known to produce tiny amounts of side-products in each synthetic cycle. These side-
products could cause mutation, deletion, and insertion (synthetic errors) in long DNAs. Thus,
it is urgent to develop the quantification method of synthetic errors, due to the DNA chemical
synthesis.

In this study, we applied a next-generation sequencer for quantification of the synthetic errors
due to the side-products in chemical synthesis. The detail will be discussed.
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