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Development of a sequencing method for SNA
(Graduate School of Engineering, Nagoya University) oEmiri Kagawa, Koki Makino, Hidenori

Azuma, Hiroyuki Asanuma, Hiromu Kashida

Xeno nucleic acids (XNAs) have attracted considerable attention as nanomaterials owing to their high
duplex stability and high nuclease resistance. However, there is no general method to analyze their
sequences. In this study, we aimed to develop a new method to analyze sequences of serinol nucleic
acid (SNA). Biotin-modified SNA was hybridized with DNA with randomized sequences, and
immobilized on magnetic beads. Then, DNA strands forming duplexes with SNA were eluted and
amplified by PCR. As a result, a DNA sequence complementary to the original SNA sequence was
obtained via next-generation sequencing (NGS). Therefore, we succeeded to develop a new method
to analyze SNA sequences. Since this method relies only on duplex formation with DNA, it could be
used to analyze sequences of a wide variety of XNAs. In this presentation, we will also report the
effects of base sequences and strand lengths on sequencing results.
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