G201-4pm-13 A&L$E #1028FF4 (2022)

SARS-CoV-2 7/ LIZHEI1TH T 7 = o NEERBES D EE

RETRIL - %o MU —AFRME?) OFFF BA' - dbhf flith' - xR fEE -
Ha 20 5F OIET

Identification of G-quadruplex forming sequences from the SARS-CoV-2 genome
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G-quadruplex, one of the higher-order structures, is formed in guanine-rich single-
stranded RNA. For example, G-quadruplex stabilization by the ligand in the promoter region
of HIV shows the transcriptional inhibitory activity of the viral proteins in vitro. " Thus, G-
quadruplex could be a promising drug target for the antiviral drugs. In this study, we developed
a G-quadruplex forming sequences predictor based on a machine learning model of G-
quadruplex identified by a microarray. 2 Analyzing the SARS-CoV-2 genome using the G-
quadruplex predictor, we obtained several candidates for G-quadruplex forming sequences and
confirmed the formation of G-quadruplexes by UV spectral analysis. We screened compounds
that bind to the G-quadruplexes derived from the viral genome and identified two classes of hit
compounds. Their antiviral activity against SARS-CoV-2 was evaluated, and they showed the
viral growth inhibitory activity in the infected cells.
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[#558] £, U CERACETE L7277 = UESHEYT — & 2 2 8 5H
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