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Establishment of a strategy for identification of functional enhancers in chromatin context

using the largescale genome editing (Tokyo Institute of Technology) (ORyusei Arai, Tomoyuki
Ohno, Yasunori Aizawa

Enhancers are the cis-regulatory genomic regions that activate gene expression. Some
enhancers are well-studied and now known to be crucial for various biological functions such
as development and cell differentiation, and mutations in some enhancers have been reported
to cause diseases. However, our knowledge of human enhancers remains limited due to a lack
of methodology for the identification of endogenous enhancers in the diploid genomes in living
cells. Our group recently developed a method, enabling us for >10kb-scale and precise genome
editing system. We here applied this method to the T7FFI locus in human breast cancer-derived
MCEF-7 cells for enhancer screening to identify enhancer regions.
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