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Lyn, which belongs to the Src family kinase (SKF) family, has two acylation sites at the N-
terminal region. The N-myristoylation at the terminal Gly and S-palmitoylation at the adjacent
Cys regulate the signal transduction of SFKs localizing in the cytosolic leaflet of the cell
membrane [1]. However, the precise membrane function and dynamics of Lyn’s two lipid
anchors have not yet been elucidated. In this study, we demonstrated significant differences in
motility of the lipid anchors depending on the number of the lipid anchors and surrounding
lipids in membranes using solid-state NMR. We synthesized three types of N-terminal peptides
1, 2, and 3 having deuterated lipid chain(s) (Fig. 1) and incorporated them in the model
membranes consisting of POPC or POPC/POPE/POPS. The H NMR spectra indicated that the
order of the deuterated myristoyl chain in the POPC membrane was higher in S-palmitoyl 2
than in 1, suggesting S-palmitoylation increased the stability of the myristoyl chain in the
membrane. The peptides in POPC/POPE/POPS membranes showed larger quadrupole
coupling width than that in the POPC membrane, showing that affinity of the lipid anchor was
enhanced in the ternary membranes that mimicked the cytosolic leaflet. Keywords - Src Family
Kinaze;Lyn;solid-state NMR,;ITC
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