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Detection of Peptide-Protein Interactons in E. Coli Using Split Intein and Reconstitution of
Kanamycin Kinase. (' Department of Science and Technology, Gunma University, *Graduate
School of Science and Technology, Gunma University,) OYutaro Watanabe,' Tsuyoshi
Takahashi®

Protein-protein interactions play important roles inside cells. Peptide molecules are good
candidates for drug development, because peptides have a potential to inhibit the
protein-protein interactions. Screening from a peptide library is useful to discover such
bioactive peptides. On the other hand, we have engineered split inteins that have protein
trans-splicing (PTS) activity based on Npu DnaE intein. We have successfully developed the
detection method for peptide-protein interactions using an engineered split intein. In the
present study, we have attempted to construct a convenient method for detecting
peptide-protein interactions in E. coli using the split intein and reconstitution of a kinamycin
kinase, aminoglycoside 3’-phosphotransferase (APH).
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