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Hemoglobin (Hb) shows structural changes following ligand dissociation, which are
different from myoglobin (Mb), despite structural similarity between the Hb subunit and Mb.
Recently, an ancestral globin-fold protein of Mb and Hb (AncMH) was designed by an
ancestral sequence reconstruction technique. The vibrational frequencies of v(Fe—His), v(Fe—
(), and v(C=0) modes, which contain information about the heme coordination structure and
the protein environment around the bound CO, were similar between AncMH and Hb,
suggesting that AncMH, like Hb, has a smaller heme pocket than Mb.
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DRSVIERERV ZOECD. i v 216 502 1950
;Ai;fg b ?;%;5’%@5’ Hb 217 503 1949
\ by
~ "I HE Mb 220 508 1943

1) Mizutani, Y. Bull. Chem. Soc. Jpn. 2017, 90, 1344— 1371.
2) A. Pillai et al., Nature 2020, 581, 480— 485.

© The Chemical Society of Japan - G301-3am-07 -



