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Development of peptide tags self-assembling in cells 1: Protein-protein interaction analysis
accompanied by cluster formation ('School of Life Science and Technology, Tokyo Institute of
Technology, *Institute of Innovative Research, Tokyo Institute of Technology) O Masahiro
Hashimoto', Takayuki Miki!, Taichi Nakai!, Tatsuya Niwa'?, Hisakazu Mihara'

In a living system, protein-protein interactions triggered by protein clustering are frequently
observed. For in situ analysis of these interactions, we need a technology that can artificially
integrate bait proteins into clusters and analyze the interaction with prey proteins. Recently, we
have developed a Y15 peptide tag that can assemble proteins in cells, and have found
AzamiGreen fused with Y15 peptide tag (Y15-AG) forms granules in cells. Furthermore, the
Y15-AG granules provided a scaffold to enrich various proteins by fusion of Y15 peptide tag.

In this study, based on the Y15 peptide tag-based technology, we enriched the bait protein
into the Y15-AG scaffold and analyzed the subsequent interaction with the prey protein.
Consequently, we artificially controlled the partition coefficient of bait proteins. Also, we
labeled and identified the endogenous prey proteins enriched in the clusters by proximity
labeling.
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