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Structural control of entangled peptide complexes via modification of a tyrosine side chain
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A tetrahedral [4]catenane Agi>(1)i2 complex can be constructed by folding and assembly of
tripeptide ligand 1 of the APP sequence (A: alanine, P: proline) and silver ions.” In this
work, we attempted to expand the [4]catenane structure by making the alanine side chain
more bulky and changing the peptide conformation. We synthesized ligand 2 of the YPP
sequence (Y: tyrosine) and examined its complexation with silver ions. 'H DOSY NMR
measurement showed log D = —-9.5 (D: diffusion constant), which confirmed the formation
of an assembled structure as large as the [4]catenane. Moreover, ligand 3 with diethylene
glycol modification on the tyrosine hydroxyl group showed log D = —9.8, which revealed
the formation of larger assembled structure.
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