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New microbial ecology results from genome centered metagenomics
studies of iron carbonate and sulfidic hot springs
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The ability to recover microbial genomes from metagenomic datasets has revolutionized how we
understand microbial inhabitants in the environment, and is a powerful way to develop detailed
hypotheses of community function and evolution. In this talk, | will discuss recent genomes we have
recovered from two iron rich, carbonate hot springs in Japan, and contrast these to observations in low
iron, sulfidic springs. Surprisingly, despite the different chemistry, some overall trends in phylogeny and
physiology are observed, however water chemistry differences such as salinity and the availability of
ferrous iron does alter the observed microbial inhabitants and physiologies.

These overall results will be discussed within the context of the possible ability to recognize microbial
inhabitation on Earth through time.
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